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Supplementary Figure S2. Within-module co-expression analysis of predefined immune 
gene modules. Pearson correlation heatmaps showing pairwise relationships among genes within 
the (A) MHC-II, (B) interferon-stimulated gene (ISG), and (C) inflammatory modules across the 
analyzed samples. Correlation coefficients are shown within each cell. The strong positive 
correlations observed within the MHC-II and ISG modules support the internal consistency of 
the predefined gene sets, while the inflammatory module shows more heterogeneous but 
reproducible co-expression patterns. 


